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Bakterilerin taksonomisi

Taksonomi, organizmalarin biyolojik
siniflandirma bilimi

Siniflandirma; ortak benzerlik, evrimdeki
iliskiler esas alinarak taksa olusturulmasi

Isimlendirme (Nomenclature);

Tanimlama;
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Isimlendirme; belirlenmis taksonomik kurallara
uygun olarak isim verilmesi

Tanimlama;



Bakterilerin taksonomisi

Taksonomi, organizmalarin biyolojik
siniflandirma bilimi

Siniflandirma; ortak benzerlik, evrimdeki ilskiler
esas alinarak taksa olusturulmasi

Isimlendirme; belirlenmis taksonomik kurallara
uygun olarak isim verilmesi

Tanimlama;



/2 Lstof Prokaryotic names with Standing in Nomenciture LPSN (formerly List of Bacterial names - Windows Intemet Explorer

09 W\M

List of Prokaryotic names with Standing in Nomenclature

Formerly List of Bacterial names with Standing in Nomenclature (LBSN)

Search LPSN |nomenclaturg:! H Search ]

1P, EUZERY
BSV

Taxonomic categories and changes covered by the Rules of the Code

n Genera and suprageneric tava List A-C - List D-L - Lt M-R - List §-Z

# Suprageneric taxa - Nomenclatural types of supragenetic tasa

Author's e-mail i .
n Al enera - Archaea genera - Bacteria genera - Types species of genera

# Approved Lists of Bacterial Names

Last ful update: o Names valdly publshed by anouscement n Validaton Lists
November 04, 2010

o Basonyms, new combinations (comb. nov.), nomina nova (pom. nov.)

Minor changes snce - [y e categories and changes not covered hy the Rules of the Code
the [ast full update:
November 05, 2010  Conitats
o Taxa above the rask of class
URL: 1 Some prokaryotic names without standing fn nomenclature

www.bacterio.net

o Lists of Changes in Taxonomic Opinion
» Endangered prokaryotic names (1.P. Buzeby & B.J. Tindal)

Search u_Ariinenin fremnlac of tha Salmenals cornare (K sifbwann Whits cchame)

€ Intemet | Protected Mode: On

G Rl v




isimlendirme

Iki isimli sistem kullanilir

Adlar Latince veya
Yunancadir

Diger diller kullanilirsa
Latince ekler verilir

Mikroorganizmanin
ozelligine gore veya

Mikrobiyologun onuruna

Peptostreptococcus
anaerobius

Bacteroides thetaiotaomicron
—Yunanca theta, iota ve
omicron harflerinin
kombinasyonu

Murdochiella
asaccharolytica:

Ingiliz Dr David A. Murdoch
onuruna, Sekerleri
kullanmayan anaerop GPC
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Bakterilerin taksonomisi

Taksonomi, organizmalarin biyolojik
siniflandirma bilimi

Tanimlama; organizmalarin ozelliklerinin
saptanmasi ve kaydedilmesi



Alem (Kingdom)

Bolim (Phylum) Firmucutes

Sinif (Class) Clostridia

Takim (Order) Clostridiales

Aile (Family) Peptostreptococcaceae

Cins (Genus) Peptostreptococcus

Tur (Species) Peptostreptococcus anaerobius
Koken (Strain) P.anaerobius, Type strain ATCC

27337 = CCUG /7835 =NCTC 11460

Cins: Genel 6zgun fenotipik ozellikleri tasiyan, 16S rRNA dizi
ozellikleri yakin olan bakteriler

Tiir: Yiuksek diizeyde DNA-DNA homolojisine sahip (>%70),
16S rRNA dizi 6zellikleri %2-3 farkl



Taksonomi calismalarinda kullanilan baslica
ozellikler

* Geleneksel: Fenotipik ozelliklerine gore

Morfolojik, fizyolojik ve metabolik, ekolojik ozellikler
e 1990’larda 16S rRNA dizi analizine gore
 Gunumuzde onerilen;

Hem fenotipik hem de genotipik 6zelliklerin arastirilmasi



Batin ici apse
Koloni
Hucre morfolojisi

Motilite

Antibiyotikli disklere
duyarhilik profili

Safraya

Indol olusturma
Sekerleri kullanma
Son metabolik Uiriin

Anaerop kultliriinden izole edilmis
Tumsek, yari mat, diizglin kenarl

Kiicuk, degisken boyda Gram
negatif comak

Hareketsiz

Kanamisin, kolistin ve
vankomisine direngli

Direncli

Negatif

Sakkarolitik

Asetik asit, suksinik asit



 Bacteroides distasonis

* Parabacterium distasonis



Cytophaga-FIavobacteria-chteroides bolimiu

Bacteroides
Tannerella 2002 /
. forsythensis  "B. nordii" -04

AR

Porphyromonas

\L Prevotella

* "B. salyersii" -04

Parabacteroides 2006

P. distasonis

P. merdae

P. goldsteinii

P. johnsonii -06

il
R_aoldsteinii®-05

n
lllllllll

/B. massiliensis -05

* B. plebeius -05

* B. coprocola -05
* B. intestinalis -06
* B. finegoldii -06

 B. dorei -06

e Alistipes 2003
A. putredinis
A. finegoldii -03

A. onderdonkii -06
A. shahii -06



Eski turlerin isimlerinde degisiklik
Yeni kokenlerin tanimlanmasi
Taksonomideki yerlerin degismesi

Fusobacterium sulci (gram-)-> Eubacterium sulci (gram+)
Fusobacterium alocis (gram-) = Filifactor alocis (gram+)

Bazen Latince isimlerde de tam bir fikir birliginin
olmamasi




Normal florada bulunan bakterilerin kompozisyonunu
ve yerlesim yerine farkliliklari bilmemiz gerekir mi?

Pigmented Prevotella

Oither FPrevotealla,
Fusobacteriurm nucleatum

Pigmented Prevolelia

D s
Other Prevotella, ,»\_.v.w,-f; 2
especially P bivia | ]
and P disiens j' | _::
) J\ {18 |
U { )
“2 /__\’_/r//
l --/ . .
"\/.’— Bacteroides fragilis group

{ Genitals )

I

Other Bacteroides, Prevotalla
Bilophila




Normal florada bulunan bakterilerin kompozisyonunu
ve yerlesim yerine farkliliklari bilmemiz gerekir mi?

Pigmented Prevotella

EVET

Oither FPrevotealla,
Fusobacteriurm nucleatum

Pigmented Prevolelia

Other Prevoteila,
especially P bivia
and P disiens

Bacieroides fragilis group

Other Bacteroides, Prevotalla
Bilophila



Gram-negatif anaerop enfeksiyonlari

Brain abscess

Chronic otitis, mastoiditis,
and sinusitis

Dental infection

Septic thrombophlebitis

Cellulitis

Pneumenia, lung abscess,
and empyema

Infection from bite

Subphrenic abscess

FPearitonitis
Abscess
Appendicitis

Diverticular abscess

Decubitus and
foot ulcers: ——

Pelvic inflammatory disease
and endometritis

I



Taksonomideki degisiklikleri yakindan
izlememiz gerekir mi?



Taksonomideki degisiklikleri yakindan
izlememiz gerekir mi?

EVET



* Cok yakin tiirler arasinda bile farkh ozellikler
olabilir

— Virulans ozellikler



Cesitli enfeksiyonlardan Bacteroides tiirlerinin izole edilme
orani

B ovatus 5% B unﬂorm:s 4%
B. vuigatus 6% oz .

B. distasonis 7% R R

e

A 8 tragilis 61%

B. thetaiotaomicron 17% —Sdie 8 S0~

B.fragilis, GIS florasinin sadece %1’ini olusturmakta



B.fragilis birtakim virulans faktorlerine sahiptir

* Polisakkarit kapsul
» Katalaz ve indiiklenebilir superoksit dismutaz

* Anaerop metabolizma sonrasinda olusan

fagositozu onleyen yag asitleri
* invazyonu kolaylastiran enzimler

e Enterotoksin (fraglysin)




— Antibiyotikler duyarhhk

Metallo-beta-laktamaz



Bakterinin tlir duzeyinde belirlenmesi

gerekir!



Tur dluizeyinde tanimlama i¢in;

Zor uretilen, nazli anaeroplarin bir kismini geleneksel

yontemlerle tanimlamak mimkun olmayabilir

Referans laboratuvarlarda GLC, veya 16S rRNA dizi

analizi ile tanimlama yapilabilir



(Click headers to sort columns)

Accession

L16470.1

L16473.1

AB182486.1

L16466.1

AB108826.1

L16472.2

Description Max score

Prevotella melaninogenica
ATCC 43982 16S ribosomal 2097
RNA gene, complete sequence

Prevotella veroralis ATCC
33779 16S ribosomal RNA 2067
gene, complete sequence

Prevotella multiformis gene
for 16S rRNA, partial 19
sequence

oo

Prevotella denticola ATCC
33185 16S ribosomal RNA 192
gene, complete sequence

Prevotella salivae gene for 844
16S rRNA, complete sequence™

Prevotella oulora 16S
ribosomal RNA gene, partial 1840
sequence

Max .
ident Links

Total score Query coverage E value
2097 99% 0.0
2067 100% 0.0
1958 99% 0.0
1925 99% 0.0
1844 93% 0.0
1840 99% 0.0

95%

95%

93%

92%

93%

92%

Peritonsiller apseden uretilen, koyu-kahverengi kolonileri olan,
glukoz, galaktoz ve laktozdan asit olusturan Gram negatif comak
1408 b¢ 16SrRNA dizisine gore gen bankasindan alinan sonuglar


http://www.ncbi.nlm.nih.gov/blast/Blast.cgi?CMD=Get&ALIGNMENTS=250&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=500&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=yes&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=UURM17EN013&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=1&HSP_SORT=1
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi?CMD=Get&ALIGNMENTS=250&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=500&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=yes&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=UURM17EN013&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=2&HSP_SORT=1
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi?CMD=Get&ALIGNMENTS=250&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=500&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=yes&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=UURM17EN013&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=4&HSP_SORT=0
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi?CMD=Get&ALIGNMENTS=250&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=500&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=yes&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=UURM17EN013&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=0&HSP_SORT=0
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi?CMD=Get&ALIGNMENTS=250&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=500&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=yes&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=UURM17EN013&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=3&HSP_SORT=3
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi?CMD=Get&ALIGNMENTS=250&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=500&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=yes&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=UURM17EN013&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=3&HSP_SORT=3
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=294424&dopt=GenBank&RID=UURM17EN013&log$=nucltop&blast_rank=145
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=294427&dopt=GenBank&RID=UURM17EN013&log$=nucltop&blast_rank=172
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=54606661&dopt=GenBank&RID=UURM17EN013&log$=nucltop&blast_rank=192
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=294420&dopt=GenBank&RID=UURM17EN013&log$=nucltop&blast_rank=200
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=40363455&dopt=GenBank&RID=UURM17EN013&log$=nucltop&blast_rank=212
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=6692979&dopt=GenBank&RID=UURM17EN013&log$=nucltop&blast_rank=215
http://www.ncbi.nlm.nih.gov/blast/Blast.cgi
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L16470 Prewvotella melaninogenica

AY 836507 Prewvotella veroralis
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AB108826 Prewotella salivae
L16472 Prewvotella oulora
AB244772 Prewvotella copri
ABO78827 Prewvotella paludivivens
L16475 Prewvotella bivia
AF218618 Prewotella ruminicola
AJO011683 Prewvotella albensis
AF487886 Prewvotella sp. Smarlab 121567
AY 689230 Prewotella nigrescens
Y 13106 Prewvotella pallens

AY 689226 Prewvotella intermedia
L16483 Prewvotella disiens
AJO06457 Prevotella bryantii
L16478 Prewvotella buccae
L16466 Prewotella denticola
AB182486 Prewvotella multiformis
AJO011682 Prewvotella brevis

AY 350613 Prewvotella bergensis
EF405529 Prewotella nanceiensis
AB278593 Prewvotella pleuritidis
AJO05635 Prewotella enoeca
L16480 Prewvotella oralis
AB108825 Prewotella shahii



Accession

DQ789120.1

AB306661.1

AB266102.1

AB434709.1

AB306663.1

AB306660.1

AB306662.1

AY310748.1

AM747811.1

CP001684.1

Description Max score

Total score

Enterorhabdus caecimuris strain B7 16S 1857
ribosomal RNA gene, partial sequence —
Adlercreutzia equolifaciens gene for 16S
ribosomal RNA, partial sequence, strain: 1855
FJC-B9

Asaccharobacter celatus gene for 16S
rRNA, partial sequence

Adlercreutzia equolifaciens gene for 16S
ribosomal RNA, partial sequence, strain: 1844
FJC-M48

Adlercreutzia equolifaciens gene for 16S
ribosomal RNA, partial sequence, strain: 1844
FJC-D53

Adlercreutzia equolifaciens gene for 16S
ribosomal RNA, partial sequence, strain: 1842
FJC-A10

Adlercreutzia equolifaciens gene for 16S
ribosomal RNA, partial sequence, strain: 1838
FJC-B20

Human intestinal bacterium SNU-Julong732

16S ribosomal RNA gene, complete 1838
sequence

Enterorhabdus mucosicola partial 16S rRNA 1807
gene, type strain Mt1B8T -
Slackia heliotrinireducens DSM 20476,

complete genome

1845

1772

1857

1855

1845

1844

1844

1842

1838

1838

1807

3538

Query

coverage

99%

100%

100%

100%

100%

100%

100%

100%

98%

99%

E value Max ident Links
0.0 92%
0.0 92%
0.0 92%
0.0 92%
0.0 92%
0.0 92%
0.0 92%
0.0 92%
0.0 92%
0.0 91%

Perirektal apseden izole edilen, sporsuz Gram pozitif pleomorfik gomak


http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&ENTREZ_QUERY=all [filter] NOT(environmental samples[filter] OR metagenomes[orgn])&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=6986NBKA01S&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=1&HSP_SORT=1
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&ENTREZ_QUERY=all [filter] NOT(environmental samples[filter] OR metagenomes[orgn])&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=6986NBKA01S&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=1&HSP_SORT=1
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&ENTREZ_QUERY=all [filter] NOT(environmental samples[filter] OR metagenomes[orgn])&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=6986NBKA01S&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=1&HSP_SORT=1
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&ENTREZ_QUERY=all [filter] NOT(environmental samples[filter] OR metagenomes[orgn])&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=6986NBKA01S&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=2&HSP_SORT=1
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&ENTREZ_QUERY=all [filter] NOT(environmental samples[filter] OR metagenomes[orgn])&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=6986NBKA01S&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=2&HSP_SORT=1
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&ENTREZ_QUERY=all [filter] NOT(environmental samples[filter] OR metagenomes[orgn])&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=6986NBKA01S&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=4&HSP_SORT=0
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&ENTREZ_QUERY=all [filter] NOT(environmental samples[filter] OR metagenomes[orgn])&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=6986NBKA01S&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=4&HSP_SORT=0
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&ENTREZ_QUERY=all [filter] NOT(environmental samples[filter] OR metagenomes[orgn])&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=6986NBKA01S&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=0&HSP_SORT=0
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&ENTREZ_QUERY=all [filter] NOT(environmental samples[filter] OR metagenomes[orgn])&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=MegaBlast&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=6986NBKA01S&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&DISPLAY_SORT=3&HSP_SORT=3
http://www.ncbi.nlm.nih.gov/nucleotide/111118372?report=genbank&log$=nucltop&blast_rank=2&RID=6986NBKA01S
http://blast.ncbi.nlm.nih.gov/Blast.cgi
http://www.ncbi.nlm.nih.gov/nucleotide/161085572?report=genbank&log$=nucltop&blast_rank=3&RID=6986NBKA01S
http://blast.ncbi.nlm.nih.gov/Blast.cgi
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AY 321958 Eggerthella sinensis
AF292375 Eggerthella lenta

AY 321961 Eggerthella hongkongensis

AB306661 Adlercreutzia equolifaciens

AFO079507 Denitrobacterium detoxificans

A tobacterium curtum
WAL 1790AC

AJ608686 Slackia faecicanis

AF101241 Slackia heliotrinreducens

AF101240 Slackia exigua

X79048 Coriobacterium glomerans

AJ245919 Collinsella aerofaciens

AF292373 Olsenella uli
AF292374 Olsenella profusa

AF325325 Atopobium vaginae
AF292372 Atopobium parvulum
AF292371 Atopobium rimae

X67148 Atopobium minutum

ABO015945 Atopobium fossor

AJOO07290 Acidothermus cellulolyticus

—— AF134066 Actinomadura aurantiaca

AB364592 Actinocorallia libanotica

| DQ442547 Streptomyces thermovulgaris

| AB184092 Streptomyces thermoviolaceus
AB249980 Streptomyces thermogriseus




16S rRNA dizi analizinde:

* < %97 benzerlik, ayni tiir olmadigini
gosterir

* %95 benzerlik, “lower cutt-off window”



Yeni bir koken tanimlama

Genotipik tanimlama

e 16S rRNA dizisi (~ 1500bg)

* Gerekirse diger genler

* DNA-DNA, DNA-RNA hibridizasyonu
(16S rRNA >%97 benzer ise)

* DNA'nin G+C orani

 Tum genomun dizilenmesi



Fenotipik tanimlama

. Nereden izole * Hicre morfolojisi,
edildigi . Flagella, spor

* Uretilme kosullan: * Koloni morfolojisi
Is1, pH, oksijene * Pigment olusturma
tolerans,  Boyanma ozelligi

e Enzim aktivitesi



kemotaksonomi

Hlcre duvar yapisi
— Peptidoglikan tabaka

— (N-asetil talosuronik asit)

*Respiratuvar lipoguinone
eLipitlerin hidrofobik yan zincirleri
*Mikolik asit

*Lipopolisakkarit

Referans kokenlerle berababer



Gram negative anaerop bakterilerin siniflanmasi

1898’de Veillon ve Zuber, Bacillus fragilis
1919’da Castellani ve Calmar- Bacteroides genusu

Bergey’s Manual of Systematic Bacteriology (BMSB)
1. Basiminda (1923)

Tip koken: B.fragilis

1938’dePrevot- Bacteroides melaninogenicus

1948’de BMSB, Bacteroidaceae —iki genus ;
—Bacteroides, Fusobacterium



 1970’de BMSB, Bacteroidaceae - ¢ genus ;
—Bacteroides, Fusobacterium, Leptotrichia

 1984’de, 42 Bacteroides turu

* Shah ve Collins, 3 yillik bir calisma sonunda sekerleri
kullanma ozelliklerine gore:

Porphyromonas,
Prevotella,
Bacteroides



GUnumuzde Gram negatif anaerop
bakterilerin siniflandirilmasi

Gram negatif anaerop ¢comaklar

Prevotella 1

v

Leptotrichia

Porphyromonas

Bacteroides

v

\

Synergistes grubu

Fusubacterium

Dysgonomonas

Shah et al. Approches to the study of the systematics of anaerobic Gram negative, non-sporeforming rods;
Current status and perspectives. Anaerobe 15 (2009) 179-194




Herhangi bir gruba dahil edilmeyen GNAB

 Ailistipes,
e Anaerorhabdos
 Dichelobacter

* Megamonas * B.capillosus

* Mitsuokella e B.cellusolvens
* Rivenella e B.ureaolyticus
* Sebeldella * B.splanchnicus
 Tannerella

* Tissierella




Gram negatif anaerop comaklar

Prevotella Porphyromonas

K, K, V' a direngli K, K, V' a direncli K, K’ a direngli, V’a

Safraya direncli Safraya hassas duyarl

Pigment - Pigment + Safraya hassas
Sakkarolitik Orta diizeyde Pigment +

Eskulin hidrolizi sakkarolitik Asakkarolitik

G+C %39-49 12-metil G+C %45-55
Suksinat, asetat tetradeconoic acid  Biitirat, asetat
12-metil- 13-metil
tetradeconoic acid tetradeconoic acid

Shah et al. Approches to the study of the systematics of anaerobic Gram negative, non-sporeforming rods;
Current status and perspectives. Anaerobe 15 (2009) 179-194



Prevotella

P. shahii -04 (oral) * P. melaninogenica,
P. salivae -04 (oral) Tip koken

P. multiformis -05 (oral) * P.denticola

P. marshii -05 (oral) * P. loescheii

P. baroniae -05 (oral) e P. intermedia

P. multisaccharivorax -05 (agiz) * P. nigrescens-92

P. timonensis -06 (meme apsesi) * P. tannerae-94

P. bergensis -06 (yumusak doku) * P. pallens-98
P. copri -07 (diski)
P. stercorea -07 (diski)

P. massiliensis -05, P. paludivivens




Porphyromonas (16)

P. asaccharolyticus
(Tip kéken)

P. gingivalis

P. endodontalis

P.levii

P.macacae

P.cangivalis

P.canaris

P. uenonis

P. somerae
P.cansulci
P.catoniae
P.circumdentaria
P.creioricanis
P.gingivicanis
P.gulae
P.salivosa
P.bennonis



GUnumuzde Gram negatif anaerop
bakterilerin siniflandirilmasi

Gram negatif anaerop ¢comaklar

Prevotella 1

v

Leptotrichia

Porphyromonas

Bacteroides

v

\

Synergistes grubu

Fusubacterium

Dysgonomonas

Shah et al. Approches to the study of the systematics of anaerobic Gram negative, non-sporeforming rods;
Current status and perspectives. Anaerobe 15 (2009) 179-194




Fusobacterium

* Butirat, laktat
e G+C: %26-34

* Sinirh sayida KH
metabolize eder 14 tur ve 6 alt tur

e F.nucleatum
Tip koken




GUnumuzde Gram negatif anaerop
bakterilerin siniflandirilmasi

Gram negatif anaerop ¢comaklar

Prevotella

|

v

Leptotrichia

Porphyromonas v

Bacteroides

\

Synergistes grubu

Fusubacterium

Dysgonomonas

Shah et al. Approches to the study of the systematics of anaerobic Gram negative, non-sporeforming rods;
Current status and perspectives. Anaerobe 15 (2009) 179-194




Leptotrichia Dysgonomonas

* Oral, GIS, GUS * G+Corani: %38
« Agiz ve dis hastaliklari, ||* Dysgonomonas gadei
apse, endokardit, Tip koken
kOpEk isiriklarinda o D.Capnocytophagoides
etken .
* D.mosii

e 7 tiirti bulunmakta Nadiren enfeksiyon

etkeni




Gram pozitif bakteriler

16S rRNA dizi analizi temel alinarak,
Firmicute boliimdi Gg sinifa ayrilmis;
“Bacilli”,
“Clostridia”
“Erysipelotrichi”

o “Clostridia” sinifi:
Clostridiales,

Halanaerobiales
Thermoanaerobacterales” takimlarindan
olusur.



Figure 4.

7 "Bacilli"

[ ————" "Erysipelotrichi"
|____— Clostridiaceae 2
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| Incertae Sedis X111

A ——— Incertae Sedis X1
Sedimentibacter
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e Clostridiaceae ailesi;
>2005 yili siniflamasina gore;

13 genus,
4 filogenetik grupta toplanmistir



Incertae Sedis XI




Figure 6.




e Clostridiaceae ailesi;

Clostridium genusunun tip kokeni:
Clostridium butyricum,
67 Clostridium tiri bulunmakta



Anaerop Gram pozitif koklar

*Peptococcus niger

* Peptostreptococcus . Ppeptostreptococcus

— P.anaerobius — P. asaccharolyticus
— P.magnus — P.prevotii

— P.micros — P.tetradius

— P.indolicus — P.productus

Manual of Clinical Microbiology 5th ed. Balow et al.



Figure 5.




Anaerop GPK’ larin gunumiuzdeki siniflamasi

. Peptostreptococcus :
Ps.anaerobius < | Parvimonas-06
Ps.stomatis-06 ~Micromonas  ly| P.micra
M. oS
: o ~Peptoniphilus
Anaerococcus | | Finegoldia P. asaccharolyticus
A. prevotii F.magna P. harei
A. lactolyticus P. ivorii
A. hydroqenalls Gallicola P. lacrimalis
A. tetradius G. barnesae P. gorbachii -07
A. vaginalis P. olsenii -07
A. octavius Helcococcus | P, allenii -08
A. murdochii -07 : P. duerdenii -08
Murdochia

M.asaccharolytica

P. kononenae-08
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